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Q9FCY5_ECOLI 
Q9FCY5 

None 

March 1,2001 

March 1, 2002 (Sequence version 2) 
February 7, 2006 (Entry version 20) 



Invasion protein IbeA 

None 
None 

Escherichia coli [TaxlD: 562] 
Bacteria; Proteobacteria; Gammaproteobacteria; 
Enterobacteriales; Enterobacteriaceae; Escherichia. 
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Copyright 

Copyrighted by the UniProt Consortium, see http://www.uniprot.org/terms. Distributed under the Creative Comnr 
Attribution-NoDerivs License. 

Cross-references 
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EMBL AF289032; AAF98391 .2; -; [EMBL / GenBank / DDBJ] 

Genomic_DNA [CoDingSequence] 
3D structure databases 
Mod Base Q9FCY5. 
2D gel databases 

2DPAGE Get region on 20 PAGE ' 
Organism-specific gene databases 
HOGENOM [Family / Alignment / Tree] 
Ontologies 

GO:0016491; Molecular function: oxidoreductase activity (inferred from electron 
annotation). 

G0 GO.00061 18; Biological process: electron transport (inferred from electronic 

° annotation). 
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Family and domain databases 
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, . p IPR000205; NAD_BS. 
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Graphical view of domain structure. 
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Other 
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Keywords 

NAD; Oxido reductase 

Features 

None 

Sequence information 

Length: 456 Molecular weight: CRC64: 00FD72D7E9B0E010 [This is a checksum o 
AA 49772 Da sequence] 
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Sequence analysis tools: ProtParam, 
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PeptideCutter, Dotlet (Java) 

Submit a homology modeling request to 
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FEMS Microbiol Lett. 1996 Nov 1; 144(2-3): 171-6. Related Articles, Links 

Mapping of noninvasion TnphoA mutations on the Escherichia coli 018:K1:H7 
chromosome. 

Bloch CA . Huang SH. Rode CK . Kim KS . 

Department of Pediatrics and Epidemiology, University of Michigan, Ann Arbor 48109-0656, 
USA. 

The most virulent newborn meningitis-associated Escherichia coli are of the serotype 018:K1:H7. 
We previously isolated a large number of E. coli 018:K1 :H7 mutants resulting from transposon 
TnphoA mutagenesis that fail to invade brain microvascular endothelial cells. We have now 
determined Ic locations of 45 independent insertions. Twelve were localized to the 98 min region, 
containing a 120 kb segment that is characteristic of E. coli 018:K1:H7. Another, the previously 
described insertion ibe-10::TnphoA, was localized to the 87 min region, containing a 20 kb 
segment found in this E. coli. These noninvasion mutations may define new 01 8:K1 :H7 
pathogenicity islands carrying genes for penetration of the blood-brain barrier of newborn 
mammals. 

PMID: 8900061 [PubMed - indexed for MEDLINE] 
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Search Most Recent Queries Time Resu 

#41 Search huang ibec 1 1 :37:19 

#40 Search huang ibeb 11:36:51 
#39 Search huang ibea 1 1:36:36 
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